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3 <110> APPLICANT: Godbole, Shubhada D 

4 Kuo, Chiaoyun 

5 Arterburn, Matthew C 

6 Young, Georqe 

7 Palencia, Servando 

8 Tang, Y. Tom 

9 Liu, Chenghua 
ID Drmdiiac, Radoje T 
12 <.120> TITLE OF INVENTION: METHODS AND MATERIALS RELATING TO CADHERIN - LIKE POLYPEPTIDES AND 
1.3 POLYNUCLEOTIDES 

15 <130> FILE REFERENCE: HYS-39 
C--> 17 <140> CURRENT APPLICATION NUMBER: US/09/7 88,051 
18 <141> CURRENT FILING DATE: 2001-02-16 

20 <150> PRIOR APPLICATION NUMBER: US 09/560,875 

21 <151> PRIOR FILING DATE: 2000-04-27 

23 <150> PRIOR APPLICATION NUMBER: US 09/496,914 

24 <151> PRIOR FILING DATE: 2000-02-03 
26 <160> NUMBER OF SEQ ID NOS : 17 

28 <170> SOFTWARE: Patentln version 3.0 

30 <210> SEQ ID NO: 1 

31 <211> LENGTH: 417 

32 <212> TYPE: DNA 

33 <213> ORGANISM: Homo sapiens 

35 <220> FEATURE: 

36 <221> NAME/KEY: misc_f eature 

37 <222> LOCATION: (1)..(417) 

3 8 <223> OTHER INFORMATION: n - A, T, G, or C 
41 <4 00> SEQUENCE: 1 

4 2 agagcctata ccagttctcc gtggtggaga 
44 tccqggccca ggacccagac ctgggggaca 
46 gggaggggtc tgaggccttc agcatcagca 
4 8 ctgtccgcaa gcccctagac tttgagagcc 
50 ccaacacgct cattgaccca gcctatctgc 
52 tgcgtgtggc agtgcaagat gccccagagc 

W--> 54 tgacagtgcc tgagaacaag gccccggnga 

57 <210> SEQ ID NO: 2 

58 <2H> LENGTH: 582 

59 <212> TYPE: DNA 

60 <213> ORGANISM: Homo sapiens 

62 <400> SEQUENCE: 2 

63 agagcctata ccagttctcc gtggtgqaga 
65 tccgygccca ggacccagac ctgggggaca 
67 gggaggggtc tgaggccttc agcatcagca 
69 ctgtccgcaa gcccctagac tttgagagcc 
71 ccaacacgct cattgaccca gcctatctgc 
73 tgcgtgtggc agtgcaagat gccccagagc 
75 tgacagtgcc tgagaacaag gccccgggga 
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k 
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cagctggacc tggcacactg gtgggccggc 60 

acgccctgat ggcatacagc atcctggatg 120 

cagacttgca gggtcgagac gggctcctca 180 

agcgctccta ctccttccgt gtcgaggcca 240 

ggcgagggcc cttcaaggat gtggcctctg 300 

cacctgcctt cacccaggct gcctaccacc 360 

ccctggtagg ccagatctcc gcggctg 417 



cagctggacc tggcacactg gtgggccggc 60 

acgccctgat ggcatacagc atcctggatg 120 

cagacttgca gggtcgagac gggctcctca 180 

agcgctccta ctccttccgt gtcgaggcca 240 

ggcgagggcc cttcaaggat gtggcctctg 300 

cacctgcctt cacccaggct gcctaccacc 360 

ccctggtagg ccagatctcc gcggctgacc 420 
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77 tqcjactecco tgccagccca atcayatact ccatcctccc codctcaqat ccygaqcqtt 480 

79 gcttctctat ccaqcccqag qaaggcncca tccatacaqc agcucccctg gatcgcgagg 540 

81 ctcqcgcctq qcacaacctc actgtgctgq ctacagaqct cq 582 

84 <210> SLO ID NO: 3 

85 <211> LENGTH: 2206 

86 <212> TYPE: DNA 

87 <-213> ORGANISM: Homo sapiens 
89 <220> FEATURE: 

9 0 <221> NAME/KEY: CDS 
91 <222> LOCATION: ( 178 )..( 2088 ) 
9 3 <400> SEQUENCE: 3 

94 aattcaqcgq ccgctgaatt ctacjcgccgq cctgqgcccc tcyqcagtgc caygtgtqga 
96 tccatgqgqt aqcctcaacq catctgcccc tccaccccag ccagctcatg ggccacgtgg 120 
98 cctggcccag cctcagcacc cagggccagt gaacayagcc ctggctggag tccaaac 177 

100 atg tgg ggc ctg gtg agg etc ctg ctg gee tyg ctg ggt ggc tgg gyc 225 

101 Met Trp Gly Leu Val Arq Leu Leu Leu Ala Trp Leu Gly Gly Trp Gly 

102 15 10 15 

104 tgc atg ggg cgt ctg gca qcc cca gec egg gec tgg gca ggg tec egg 273 

105 Cys Met Gly Arg Leu Ala Ala Pro Ala Ary Ala Trp Ala Gly Ser Arg 

106 20 25 30 

108 gaa cac cca ggy cct get etg ctg egg act cya agg age tgg gtc tgg 3 21 

109 Glu His Pro Gly Pro Ala Leu Leu Arg Thr Arg Arg Ser Trp Val Trp 

110 35 40 45 

112 aac cag ttc ttt gtc att gag gaa tat get ggt cca gag cct gtt etc 

113 Asn Gin Phe Plie Val He Glu Glu Tyr Ala Gly Pro Glu Pro Val Leu 

114 50 55 60 

116 att gqc aag ctg cac teg gat gtt gac egg gga gag ggc cgc ace aag 417 

117 Lie Gly Lys Leu His Ser Asp Val Asp Arg Gly Glu Gly Arg Thr Lys 

118 65 70 75 80 

120 tac ctg ttg ace ggg gag ggg gca ggc ace gta ttt gtg att gat gag 465 

121 Tyr Leu Leu Thr Gly Glu Gly Ala Gly Thr Val Phe Val lie Asp Glu 

122 85 90 95 

124 gec aca gge aat att cat gtt acc aag age ctt gac egg gag gaa aag 513 

125 Ala Thr Gly Asn He His Val Thr Lys Ser Leu Asp Arg Glu Glu Lys 
1.26 100 105 110 

128 gcg caa tat gtg eta ctg gec caa gec gtg gac cga gec tec aae egg 

129 Ala Gin Tyr Val Leu Leu Ala Gin Ala Val Asp Arg Ala Ser Asn Arg 

130 115 120 125 

132 cce ctg gag ccc cca tea gag ttc ate ate aaa ggg caa gac ate aac 609 

133 Pro Leu Glu Pro Pro Ser Glu Phe He He Lys Gly Gin Asp He Asn 

134 130 135 140 

136 gac aat cca cec att ttt ccc ctt ggg ccc tac cat gee acc gtg ccc 657 

137 Asp Asn Pro Pro He Phe Pro Leu Gly Pro Tyr His Ala Thr Val Pro 

138 145 150 155 160 

140 gag atg tec aat gtc ggg aca tea gtg ate cag gtg act get cac gat 

141 Glu Met Ser Asn Val Gly Thr Ser Val He Gin val Thr Ala His Asp 

142 165 170 175 

144 get gat gac ccc age tat ggg aac agt gec aag ctg gtg tac act gtt 753 

14 5 Ala Asp Asp Pro Ser Tyr Gly Asn Ser Ala Lys Leu Val Tyr Thr Val 



369 



561 



705 
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146 180 
148 ctg gat gga otg cct 




gtg 



801 



149 Leu Asp Gly Leu Pro Phe Phe Ser Val Asp Pro Gin Thr Gly Val Vdl 

150 195 200 205 

152 cgt aca gcc ate ccc aac atg gac cgq gag aca cag gag gag ttc ttq 84 9 

15 3 Arg Thr Ala lie Pro Asn Mut Asp Arg Glu Thr Gin Glu Glu Phe Leu 
154 210 215 220 

156 qtg gtg ate cag gcc aag gac atg ggc ggc cac atg ggg ggg ctg tea 89 7 

157 Val Val lie Gin Ala Lys Asp Met Gly Gly His Met g!v Gly Leu Ser 

158 225 230 235 240 

lf)0 ggc age act acg qtg act gtc acg etc age gat qtc aac gac aac ccc 945 

161 Gly Ser Thr Thr Val Thr Val Thr Leu Ser Asp Val Asn Asp Asn Pro 

162 245 250 255 

164 ccc aag ttc cca cag age eta tac cag ttc tec gtg gtg gag aca qct 993 

165 Pro Lys Phe Pro Gin Ser Leu Tyr Gin Phe Ser Val Val Glu Thr Ala 

166 260 265 270 

168 gga cct ggc aca ctg gtg ggc egg etc egg gcc cag gac cca gac ctg 1041 

169 Gly Pro Gly Thr Leu Val Gly Arg Leu Arg Ala Gin Asp Pro Asp Leu 

170 275 280 285 

172 ggg gac aac gcc ctg atq qca tac aqc ate ctq qat ggg gag ggq tct 1089 
17 3 Gly Asp Asn Ala Leu Met Ala Tyr Ser He Leu Asp Gly Glu Gly Ser 
174 290 295 300 

176 gag gcc ttc age ate age aca gac ttg caq ggt cga gac ggg etc etc 1137 

177 Glu Ala Phe Ser He Ser Thr Asp Leu Gin Gly Arg Asp Gly Leu Leu 

178 305 310 315 320 

180 act gtc cgc aag ccc eta gac ttt gag age cag cgc tec tac tec ttc 118 5 

181 Thr Val Arg Lys Pro Leu Asp Phe Glu Ser Gin Arg Ser Tyr Ser Phe 

182 325 330 335 

184 cgt gtc gag gcc acc aac acg etc att gac cca gcc tat ctg egg cga 1233 

185 Arg Val Glu Ala Thr Asn Thr Leu He Asp Pro Ala Tyr Leu Arg Arg 

186 340 345 350 

188 ggg ccc ttc aag gat gtg gcc tct gtg cgt gtg gca gtg caa gat gcc 1281. 

189 Gly Pro Phe Lys Asp Val Ala Ser Val Arg Val Ala val Gin Asp Ala 

190 355 360 365 

192 cca gag cca cct gcc ttc acc cag get gcc tac cac ctg aca gtg cct 1329 

193 Pro Glu Pro Pro Ala Phe Thr Gin Ala Ala Tyr His Leu Thr val Pro 

194 370 375 380 

196 gag aac aag gcc ccg ggg acc ctg gta ggc cag ate tec gcg get gac 1377 

197 Glu Asn Lys Ala Pro Gly Thr Leu Val Gly Gin He Ser Ala Ala Asp 

198 385 390 395 400 

200 ctg gac tec cct gcc age cca ate aga tac tec ate etc ccc cac tea 1425 

201 Leu Asp Ser Pro Ala Ser Pro He Arg Tyr Ser He Leu Pro His Ser 

202 405 ' 410 415 

204 gat ccg gag cgt tgc ttc tct ate cag ccc gag gaa ggc acc ate cat 1473 

205 Asp Pro Glu Arg Cys Phe Ser He Gin Pro Glu Glu Gly Thr He His 

206 420 425 430 

208 aca gca gca ccc ctg gat cgc gag get cgc gcc t:gg cac aac etc act 1521 

209 Thr Ala Ala Pro Leu Asp Arg Glu Ala Arg Ala Trp His Asn Leu Thr 

210 435 440 445 
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212 


qtq 


Ctq 


qct 


aca 


gaq 


etc 


qqc 


tgg 


age 


tqq 


qqq 


cca 


qaa 


agg 


gqc 


tgq 


1569 


213 


Val 


Leu 


Ala 


fhr 


Glu 


Leu 


Gly 


Trp 


Ser 


Trp 


Gly 


Pro 


Glu 


Arg 


Gly 


Trp 




214 




450 










455 










460 










1617 


216 


qtci 


CCt 


Ctt 


ctg 


qtt 


get 


9^9 


tgq 


agt 


qca 


cca 


qca 


gcc 


cca 


ccc 


cag 


217 


Val 


Pro 


Lou 


Leu 


Val 


Ala 


Glu 


Trp 


Ser 


Ala 


pro 


Ala 


Ala 


Pro 


Pro 


Gin 




218 


465 










470 










475 










480 




220 


aqa 


aqc 


CCt 


gtt 


gqa 


age 


get 


qtq 


gqa 


ate 


ceo 


caa 


qac 


agt 


tct 


qca 


1665 


221 


Arq 


Ser 


Pro 


Va 1 


Gly 


Ser 


Ala 


val 


Gly 


Tie 


Pro 


Gin 


Asp 


Ser 


Ser 


Ala 




222 










4 85 










490 










495 






224 


cag 


gcc 


teg 


egc 


gtg 


caa 


gtg 


gcc 


ate 


cag 


ace 


ctg 


gat 


g^g 


aat 


gac 


1713 


225 


Gin 


Ala 


Ser 


Arg 


Val 


Gin 


Val 


Ala 


lie 


Gin 


Thr 


Leu 


Asp 


Glu 


Asn 


Asp 




226 








500 










505 










510 








2 28 


aat 


get 


CCC 


cag 


ctg 


get 


gag 


ccc 


tac 


gat 


act 


ttt 


gtg 


tgt 


gac 


tct 


1761 


229 


Asn 


Ala 


Pro 


Gin 


Leu 


Ala 


Glu 


Pro 


Tyr 


Asp 


Thr 


Plie 


Val 


Cys 


Asp 


Ser 




230 






515 










520 










525 








1809 


232 


qca 


get 


CCt 


gqc 


caq 


ctq 


att 


cag 


gtc 


ate 


cgq 


qcC 


Ctq 


qac 


aga 


qat 


233 


Ala 


Ala 


Pro 


Gly 


Gin 


Leu 


lie 


Gin 


val 


He 


Arg 


Ala 


Leu 


Asp 


Arg 


Asp 




234 




530 










535 










540 












236 


gaa 


gtt 


99c 


aac 


agt 


age 


cat 


gtc 


tec 


ttt 


caa 


ggt 


CCt 


ctg 


ggc 


cct 


18 5 7 


237 


Glu 


val 


Gly 


Asn 


Ser 


ser 


His 


Val 


Ser 


Phe 


Gin 


Gly 


Pro 


Leu 


Gly 


Pro 




238 


545 








550 










555 










560 


190 5 


240 


qa t 


gcc 


aac 


tt.t 


act 


gtc 


cag 


gae 


aac 


eg a. 


gac 


ctg 


CCt 


gca 


tgg 


ttc 


24.1 


Asp 


Ala 


Asn 


Phe 


Thr 


Val 


Gin 


Asp 


Asn 


Arq 


Asp 


Leu 


Pro 


Ala 


Trp 


Phe 




242 










565 










570 










575 






244 


cat 


cca 


tta 


etc 


atg 


gee 


tea 


gcc 


tea 


tec 


tqq 


etc 


eac 


tgg 


cct 


cca 


1953 


245 


His 


Pro 


Leu 


Leu 


Met 


Ala 


Ser 


Ala 


Ser 


Ser 


Trp 


Leu 


His 


Trp 


Pro 


Pro 




246 








580 










585 










590 






2001 


248 


qct 


gaq 


aqa 


999 


aac 


cag 


cct 


gcc 


tec 


cag 


ggc 


aag 


age 


tee 


age 


etc 


249 


Ala 


Glu 


Arg 


Gly 


Asn 


Gin 


Pro 


Ala 


Ser 


Gin 


Gly 


Lys 


Ser 


ser 


Ser 


Leu 




250 






595 










600 










605 








2049 


252 


ccg 


tqt 


ggc 


cqc 


etc 


cct 


qga 


get 


ctg 


ccc 


age 


tgt 


cag 


ctt 


ccc 


ctg 


253 


Pro 


Cys 


Gly 


Arq 


Leu 


Pro 


Gly 


Ala 


Leu 


Pro 


Ser 


Cys 


Gin 


Leu 


Pro 


Leu 




254 




610 










615 










620 












256 


99C 


ate 


cca 


gcc 


ctg 


ggc 


att 


gtc 


ttg 


tgt 


get 


tec 


tga 


gggagtaggg 


2098 


257 


Gly 


Tie 


Pro 


Ala 


Leu 


Gly 


Tie 


Val 


Leu 


Cys 


Ala 


Ser 












258 


625 










630 










635 















260 aaaggaaagg gggagqegge tggggaaggg gaaagaggga ggaagqggag gggcctccat 
262 ctctaattte ataataaaca aacactttat tttgtaaaaa aaaaaaaa 

265 <210> SEQ TD NO: 4 

266 <211> LENGTH: 636 

267 <212> TYPE: PRT 

268 <213> ORGANISM: Homo sapiens 
270 <4 00> SEQUENCE: 4 

2 72 Met Trp Gly Leu Val Arg Leu Leu Leu Ala Trp Leu Gly Gly Trp Gly 
273 1 5 10 15 

276 Cys Met Gly Arg Leu Ala Ala Pro Ala Arg Ala Trp Ala Gly Ser Arg 

277 20 25 30 

280 Glu His Pro Gly Pro Ala Leu Leu Arg Thr Arg Arg Ser Trp val Trp 

281 35 40 45 
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284 


Asn 


Gin 


Phe 


Phe 


Val 


He 


Glu 


Glu 


Tyr 


Ala 


Gly 


Pro 


Glu 


Pro 


Val 


Leu 


285 




50 










55 










60 










288 


Tie Gly 


Lys 


Leu 


His 


Ser 


Asp 


Val 


Asp 


Arq 


Gly 


Gl u 


Gly 


Arg 


Thr 


Lys 


289 


65 










70 










75 










80 


292 


f f ' v r 
i 


Leu 


Leu 


Thr 


Gly 


Glu 


Gly 


Ala 


Gly 


Thr 


Val 


Phe 


Val 


He 


Asp 


Glu 


293 








85 










90 










95 




2 96 


Ala 


T 1 lr 


Gly 


Asn 


He 


His 


Val 


Thr 


Lys 


Ser 


Leu 


Asp 


Arg 


Glu 


Glu 


Lys 


297 






100 










105 










no 






300 


Ala 


Gin 


Tyr 


val 


Leu 


Leu 


Ala 


Gin 


Ala 


val 


Asp 


Arg 


Ala 


Ser 


Asn 


Arg 


301 






115 










120 










125 








304 


Pro 




Glu 


Pro 


Pro 


ser 


Glu 


Phe 


He 


He 


Lys 


Gly 


Gin 


Asp 


lie 


Asn 


3 05 




130 










135 










140 










-408 




Asn 


Pro 


Pro 


He 


Phe 


Pro 


Leu 


Gly 


Pro 


Tyr 


His 


Ala 


Thr 


val 


Pro 


309 


14 5 










150 










155 










160 


312 


Glu 


Me t 


Ser 


Asn 


Val 


Gly 


Thr 


Ser 


Val 


He 


Gin 


Val 


Thr 


Ala 


His 


Asp 


313 










165 










170 










175 




316 


Ala 


bp 


Asp 


Pro 


Ser 


Tyr 


Gly 


Asn 


Ser 


Ala 


Lys 


Leu 


Val 


Tyr 


Thr 


Val 


317 








180 










185 










190 






320 


Teu 


bp 


Gly 


Leu 


Pro 


Phe 


Phe 


Ser 


Val 


Asp 


Pro 


Gin 


Thr 


Gly 


val 


Val 


321 




195 










200 










205 








324 


Ary 


i nr 


Ala 


He 


Pro 


Asn 


Met 


ASp 


Arg 


Glu 


Thr 


Gin 


Glu 


Glu 


Phe 


Leu 


325 


210 










215 










220 










328 


Va ] 


Val 


He 


Gin 


Ala 


Lys 


Asp 


Met 


Gly 


Gly 


His 


Met 


Gly 


Gly 


Leu 


Ser 


329 


Z Z J 










230 










235 










240 


332 


Gly 


Ser 


Thr 


Thr 


Val 


Thr 


Val 


Thr 


Leu 


Ser 


Asp 


Val 


Asn 


Asp 


Asn 


Pro 


333 








245 










250 










255 




336 


Pro 


Lys 


Phe 


Pro 


Gin 


Ser 


Leu 


Tyr 


Gin 


Phe 


Ser 


Val 


Val 


Glu 


Thr 


Ala 


337 






260 










265 










270 






340 


Li.Ly 


Pro 


Gly 


Thr 


Leu 


Val 


Gly 


Arg 


Leu 


Arg 


Ala 


Gin 


Asp 


Pro 


Asp 


Leu 


341 




275 










280 










285 








344 


G ly 


ASp 


Asn 


Ala 


Leu 


Met 


Ala 


Tyr 


Ser 


He 


Leu 


Asp 


Gly 


Glu 


Giy 


Ser 


34 5 




290 










295 










300 










348 


Glu 


Ala 


Phe 


Ser 


He 


Ser 


Thr 


Asp 


Leu 


Gin 


Gly 


Arg 


Asp 


Gly 


Leu 


Leu 


349 


305 










310 










315 










320 


352 


Thr 


Val 


Arg 


Lys 


Pro 


Leu 


Asp 


Phe 


Glu 


Ser 


Gin 


Arg 


Ser 


Tyr 


Ser 


Phe 


353 










325 










330 










335 




356 


Arg 


Val 


Glu 


Ala 


Thr 


Asn 


Thr 


Leu 


He 


Asp 


Pro 


Ala 


Tyr 


Leu 


Arg 


Arg 


357 






340 










345 










350 






360 


Gly 


Pro 


Phe 


Lys 


Asp 


Val 


Ala 


Ser 


Val 


Arg 


Val 


Ala 


Val 


Gin 


Asp 


Ala 


361 




355 










360 










365 








364 


Pro 


Glu 


Pro 


Pro 


Ala 


Phe 


Thr 


Gin 


Ala 


Ala 


Tyr 


His 


Leu 


Thr 


Val 


Pro 


365 




370 










375 










380 










368 


Glu 


Asn 


Lys 


Ala 


Pro 


Gly 


Thr 


Leu 


Val 


Gly 


Gin 


lie 


Ser 


Ala 


Ala 


Asp 


3 69 


385 










390 










395 










4 00 


372 


Leu 


Asp 


Ser 


Pro 


Ala 


Ser 


Pro 


He 


Arg 


Tyr 


Ser 


He 


Leu 


Pro 


His 


Ser 


373 








405 










410 










415 




376 


Asp 


Pro 


Glu 


Arg 


Cys 


Phe 


Ser 


He 


Gin 


Pro 


Glu 


Glu 


Gly 


Thr 


lie 


His 


377 






420 










425 










430 






380 


Thr 


Ala 


Ala 


Pro 


Leu 


ASp 


Arg 


Glu 


Ala 


Arg 


Ala 


Trp 


His 


Asn 


Leu 


Th r 
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